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Additional File 2 

Fig S1: Principal Components 1 and 2 in continental Africans from the AADM study (A) and for the AADM study combined with 1000 Genomes 

Project populations (B), colored by ethnic group 

 

 

 

 

 

 

 

 

 

 

 

 

 

YRI - Yoruba in Ibadan, Nigeria; LWK - Luhya in Webuye, Kenya; GWD - Gambian in Western Divisions in the Gambia; MSL - Mende in Sierra Leone; ESN - Esan in 

Nigeria; ASW - Americans of African Ancestry in SW USA; ACB - African Caribbeans in Barbados; CEU - Utah Residents (CEPH) with Northern and Western 

European Ancestry; TSI - Toscani in Italia; FIN - Finnish in Finland; GBR - British in England and Scotland; IBS - Iberian Population in Spain; MXL - Mexican 

Ancestry from Los Angeles USA; PUR - Puerto Ricans from Puerto Rico; CLM - Colombians from Medellin, Colombia; PEL - Peruvians from Lima, Peru; CHB - Han 

Chinese in Beijing, China; JPT - Japanese in Tokyo, Japan; CHS - Southern Han Chinese; CDX - Chinese Dai in Xishuangbanna, China; KHV - Kinh in Ho Chi Minh 

City, Vietnam; GIH - Gujarati Indian from Houston, Texas; PJL - Punjabi from Lahore, Pakistan; BEB - Bengali from Bangladesh; STU - Sri Lankan Tamil from the 

UK; ITU - Indian Telugu from the UK. 
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Fig S2: Regional plots of all loci detected in the base model (P-value < 5x10-8) and all replicated loci from stratified models. 
Linkage Disequilibrium (LD) information shown was derived from the 1000 Genomes Project AFR reference population. For loci that did not have 1000 Genomes 
Project AFR reference LD data available (indicated with *), LD data were derived from the AADM study. 
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Fig S3: Manhattan plots for meta-analysis of discovery and replication cohorts combined for all 13 obesity- and diabetes-related cytokines and 
hormones. 
IG = Intergenic. Loci in red had a P-value of <5×10-8 and loci in orange a P-value of <5×10-7. 
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Fig S4: Miami plots for sex-stratified analyses for all 13 obesity- and diabetes-related cytokines and hormones. 
IG = Intergenic. Loci in blue had a P-value of <5×10-8 in men and loci in pink had a P-value of <5×10-8 in women.
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Fig S5: Miami plots for analyses stratified on BMI status for all 13 obesity- and diabetes-related cytokines and hormones. Lean is BMI < 25 and 

overweight is BMI ≥ 25. IG = Intergenic. Loci in salmon had a P-value of <5×10-8 in lean individuals and loci in yellow had a P-value of <5×10-8 among overweight. 
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Fig S6: Miami plots for T2D status-stratified analyses for all 13 obesity- and diabetes-related cytokines and hormones.  
IG = Intergenic. Loci in green had a P-value of <5×10-8 in T2D controls and loci in purple had a P-value of <5×10-8 in T2D cases. 
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